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Abstract

According to the definition by the International Scientific Association for Probiotics and Prebiotics
(ISAPP) in 2019, postbiotics are non-viable microorganisms and/or their components that confer health
benefits to the host. Postbiotics offer several advantages over probiotics. They include metabolites such as
short-chain fatty acids, cell wall components, and antimicrobial substances that enhance livestock performance
by improving gut health, strengthening the immune system, and modulating gene expression. In dairy cattle,
postbiotics contribute to improved milk yield and quality by reducing the incidence of metabolic diseases such
as ketosis and infectious diseases such as mastitis. This review article, based on recent studies and supported
by numerous international references, provides a comprehensive examination of the physiological, nutritional,
and genetic effects of postbiotics in dairy cows and other farm animals. Findings indicate that postbiotic
supplementation often leads to increased feed intake, improved nutrient digestibility, enhanced immune
markers including elevated immunoglobulin levels, and improved production performance such as milk yield
and quality.
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